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Dareri_XP_021336148.1_protein_atonal_homolog_7_[Danio_rerio]

0,79

Pemari_XP_032806054.1_protein_atonal_homolog_1-like_[Petromyzon_marinus]

Dareri_NP_571166.2_protein_atonal_homolog_1_[Danio_rerio]

Sccani_XP_038649396.1_protein_atonal_homolog_1-like_[Scyliorhinus_canicula]

Pemari_XP_032806052.1_protein_atonal_homolog_7-B-like_[Petromyzon_marinus]
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Xetrop_XP_004911142.1_protein_atonal_homolog_1_[Xenopus_tropicalis]
0,82
Sccani_XP_038648988.1_protein_atonal_homolog_1a_[Scyliorhinus_canicula]
—— 0,65
Hosapi_NP_005163.1_protein_atonal_homolog_1_[Homo_sapiens]
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Brlanc.BLAG15000023_BL10581
0,79 Dareri_NP_571707.1_protein_atonal_homolog_7_[Danio_rerio]
0,8 . .
Xetrop_XP_012822645.1_protein_atonal_homolog_7_[Xenopus_tropicalis]
0,83
Hosapi_NP_660161.1_protein_atonal_homolog_7_[Homo_sapiens]
0
0,92
Sccani_XP_038678251.1_protein_atonal_homolog_7-like_[Scyliorhinus_canicula]
Moocci.CG.ELv1_2.5198297.g04105.02.p
0,57
0,92
0,89

Ciinte_XP_002124707.3_protein_lyl-1_[Ciona_intestinalis]

0.7

Stpurp_XP_030835069.1_protein_atonal_homolog_7-like_[Strongylocentrotus_purpuratus]



